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Abstract
A comparison was made of the prevalence and relative quantification of deformed wing

virus (DWV), Israeli acute paralysis virus (IAPV), black queen cell virus (BQCV), Kashmir

bee virus (KBV), acute bee paralysis virus (ABPV) and sac brood virus (SBV) in brood and

adult honey bees (Apis mellifera) from colonies selected for high (HMP) and low (LMP) Var-
roa destructormite population growth. Two viruses, ABPV and SBV, were never detected.

For adults without mite infestation, DWV, IAPV, BQCV and KBV were detected in the HMP

colony; however, only BQCV was detected in the LMP colony but at similar levels as in the

HMP colony. With mite infestation, the four viruses were detected in adults of the HMP colo-

ny but all at higher amounts than in the LMP colony. For brood without mite infestation,

DWV and IAPV were detected in the HMP colony, but no viruses were detected in the LMP

colony. With mite infestation of brood, the four viruses were detected in the HMP colony, but

only DWV and IAPV were detected and at lower amounts in the LMP colony. An epidemio-

logical explanation for these results is that pre-experiment differences in virus presence and

levels existed between the HMP and LMP colonies. It is also possible that low V. destructor
population growth in the LMP colony resulted in the bees being less exposed to the mite

and thus less likely to have virus infections. LMP and HMP bees may have also differed in

susceptibility to virus infection.

Introduction
The parasitic mite Varroa destructor has become the most serious health problem of the west-
ern honey bee, Apis mellifera, worldwide. This mite is one of the factors associated with the un-
precedented loss of honey bee colonies recently experienced in parts of Europe and North
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America [1–4]. Recent studies suggest that V. destructormay be so harmful to honey bees not
only because of its feeding on the bee's haemolymph, but also because it transmits and favors
the multiplication of honey bee viruses. Increases in the incidence and levels of several honey
bee viruses have been observed with V. destructor as an inducer/or vector of several viruses [5].

The viruses most commonly found in surveys of honey bee colonies worldwide, are de-
formed wing virus (DWV), acute bee paralysis virus (ABPV), sac brood virus (SBV), black
queen cell virus (BQCV), Kashmir bee virus (KBV) and Israeli acute paralysis virus (IAPV) [5–
8]. DWV, ABPV and KBV have been associated with cases of bee mortality [9–12], and IAPV
has been related to the so-called Colony Collapse Disorder [13]. DWV in particular, has been
linked with winter bee mortality in recent studies [14].

It is well known that honey bee genotypes vary in their resistance to V. destructor [15–17].
However, not much research has been done to show whether honey bee genotypes differ in sus-
ceptibility to viruses or if differences in susceptibility are affected by the developmental stage of
the bee [18, 19].

The objective of this study was to determine and compare the prevalence and relative
amounts of DWV, IAPV, BQCV, ABPV, SBV and KBV in brood and adult honey bees between
colonies with either low or high V. destructor population growth. These colonies had previously
bee shown to differ in grooming behavior and V. destructor reproduction rates [20, 21].

Materials and Methods

Assessment of V. destructor population growth
Experiments were conducted at the Honey Bee Research Centre (HBRC) of the University of
Guelph, in Guelph, Ontario, Canada. Full description of the methods used to screen for mite
population growth in colonies is described elsewhere [20]. Briefly, 152 honey bee colonies
headed by Buckfast queens were evaluated twice for the mean daily mite fall counts (i.e., num-
ber of mites dropped on sticky boards in a colony per day). The first evaluations were con-
ducted during the last two weeks of April (spring), whereas the second evaluations were done
16 weeks later during the third and fourth week of August (summer). Mite population in-
creases for the 16 weeks between the spring and summer evaluations were obtained and the ten
colonies with the greatest difference were designated high mite population (HMP) colonies,
and the ten colonies with the smallest difference were designated low mite population (LMP)
colonies. Subsequent testing for infestation of adult bees and brood was conducted for these
two groups of colonies.

Source colonies for brood and adult worker bees
One colony each from the HMP and LMP groups was selected as source colonies for brood
and adult worker bees. The mite infestation rates of these colonies were 96, 10 and 17 for daily
mite drop, number of mites/100 bees and number of mites/100 cells, respectively for the HMP
colony, whereas for the LMP colony, these rates corresponded to 6, 1 and 0.7, respectively (20).
Frames containing newly capped cells were used for brood experiments, whereas newly
emerged bees were utilized for adult bee experiments. To obtain adult bees, frames containing
emerging brood were collected from honey bee source colonies and incubated overnight inside
screened cages (5 x 28 x 25.5 cm) at 33–35°C, and 60% RH.

Collection of V. destructormites
Adults V. destructor were obtained from a heavily infested honey bee colony that had not been
treated with miticides for at least six months. Mites were harvested by opening capped brood
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cells and by collecting them using a fine paintbrush. The harvested mites were either used for
virus analysis or infestation. For virus analysis, three samples of approx. 100 V. destructormites
were placed in 1.5 mLmicrofuge tubes and kept frozen at -70°C until analyzed. For infestation,
mites were kept in a Petri dish lined with moist filter paper and allowed to feed upon two white-
eyed bee pupae from a non-infested colony. The mites were used within 2 h after collection.

Artificial infestation of brood with V. destructor
To infest brood with V. destructor, groups of 15 newly-capped brood cells from combs of either
a LMP or HMP colony were opened by cutting a thin slit approximately 2 mm long using a
sterile blade, and then a single mite was transferred into each cell using a fine paintbrush [22].
The slit was resealed by lightly brushing it with liquid beeswax. For the control, cells were
opened with a blade and then resealed without introducing mites in them. The brood frames
were incubated at 33–35°C and 60% RH and the test cells were opened and the brood retrieved
at 7 days post infestation (dpi). The retrieved brood was stored individually at -70°C in 1.5 mL
microfuge tubes until analyzed. This experiment was replicated three times.

Artificial infestation of adult bees with V. destructor
To infest adult bees with V. destructor, ten newly emerged bees were introduced into a Benton
queen cage and three cages were used for a total of 30 bees. Two mites were placed on the body
of each bee through the screen of the cages using a fine brush. In these cages, the bees were fed
queen candy ad libitum and given water by spreading drops of water on the screen of the cages
twice a day. Bees were incubated at 33–35°C and 60% RH. For the control, newly emerged bees
were placed in Benton queen cages and incubated as above without the addition of mites. Sur-
viving workers were collected at 7 dpi and stored individually at -70°C in 1.5 mL microfuge
tubes until analysis. This experiment was replicated three times.

RNA extraction and cDNA synthesis
Total RNA was extracted after homogenizing five bees (brood or adults) or 100 mites as per
Chen et al. [23]. The concentration of RNA was determined with a spectrophotometer. For
cDNA synthesis, 2 μg of total RNA was reverse-transcribed using the RevertAid HMinus First
Strand cDNA Synthesis Kit (Fermentas Life Sciences, Burlington, ON, Canada) and Oligo
(dT)18 as primer, following the instructions of the manufacturer.

PCR reactions
Multiplex simultaneous reactions were done combining one set of virus-specific primers with
the RpS5 primers. All PCR reactions were done with a Mastercycler (Eppendorf, Mississauga,
ON, Canada). Each 15 μl of reaction contained 1.5 μl of 10x PCR buffer (New England BioLabs,
Pickering, ON, Canada), 0.5 μl 10 mM of dNTPs (Bio Basic Inc., Markham, ON, Canada), 1 μl
each of 10 μM forward and reverse primers for RpS5 and 10 μM forward and reverse primers
for ABPV, KBV, DWV, BQCV, SBV or IAPV, 0.2 μl 5U/μl of Taq polymerase (New England
BioLabs), 1 μl of the cDNA sample, and 7.8 μl of dd H2O. For IAPV, ABPV, SBV and KBV, the
PCR conditions were 94°C for 3 min, followed by 35 cycles of 30 s at 94°C, 60 s at 55°C and
60 s at 72°C, and a final extension step at 72°C for 10 min. Amplification conditions for DWV
and BQCV were the same, except that the annealing temperature was 58°C.

The amounts of ABPV, KBV, DWV, BQCV, SBV and IAPV relative to a bee constitutive
control gene were determined by a multiplex reverse transcription-PCR (RT-PCR). Primers
for the constitutive honey bee gene were for the ribosomal protein RpS5 gene described by
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Thompson et al. [24]. Primers for IAPV, ABPV, SBV and KBVwere those reported by several au-
thors in previous research [7, 25–27]. The forward primer of Chen et al. [28] for DWVwas paired
with the reverse primer of Guzman-Novoa et al. [29]. The primers for BQCV were those reported
by Benjeddou et al. [30] with slight modifications to obtain a shorter PCR product to avoid possi-
ble hairpin loops. The forward and reverse primers were 50GTCAGCTCCCACTACCTTAAAC
and 50CAACAAGAAGAAACGTAAACCAC, respectively. All primers were obtained from Lab-
oratory Services of the University of Guelph (Guelph, Ontario).

Separation and quantification of PCR products
PCR products were separated on 1% TAE agarose gels and stained with ethidium bromide. A
100 bp DNA ladder (Bio Basic Inc.) was included in each gel. Images of the gels were captured
using a digital camera with a Benchtop UV Transilluminator (BioDoc-ItM Imaging System,
Upland, CA, USA). To confirm the identity of each PCR product, randomly selected PCR
products were purified using the EZ-10 Spin Column DNA Gel Extraction Kit (Bio Basic
Canada Inc.) and sequenced at the Laboratory Services of the University of Guelph. The se-
quences were used to search the GenBank nr database of NCBI by BLASTn, and all of them
showed� 96% identity to their respective target virus sequence.

The intensity of the amplified bands was quantified in pixels using the Scion Image (Scion
Corporation, Frederick, MD, USA) as per Dean et al. [31]. Semi-quantification was determined
from the ratio of intensity between the band of the target virus and the band of the honey bee
gene, RpS5, to determine the relative quantification units (RQUs) of viral RNA. To determine
whether quantification at 35 amplification cycles was not affected by signal saturation of the
band intensities, randomly selected samples with high, medium and low RQUs of DWV were
also quantified in the same manner with 25 and 30 amplification cycles, and the RQU values
were not significantly different for those samples whether 25, 30 and 35 amplification cycles
were used (F2,15 = 0.30, P = 0.75).

Statistical analysis
Data were visually examined for normality prior to statistical analyses using box plots. Paired
comparisons of LMP and HMP colonies for daily mite fall counts, number of mites per 100
brood cells and number of mites per 100 adult bees were done using t-tests. Data on the num-
ber of mites per 100 brood or adults were square root-arcsine transformed, whereas the data
for daily mite fall counts were subjected to log transformations because they were not normally
distributed. t tests were also used to compare HMP and LMP bees of the different treatments
for differences in relative amounts of viral RNA. Values presented are means ± standard error
of the mean. All statistical analyses were performed with the R-Statistical Program [32].

Results

Mite levels in HMP and LMP colonies
Among 152 honey bee colonies, the ten LMP colonies chosen with a low difference between
spring and summer in mean daily mite fall counts (approx. 4) was over 20 times less than the
ten HMP colonies chosen with a high difference in mean daily mite fall counts for the same pe-
riod (approx. 86). However, the mean daily mite fall counts between the LMP and HMP colo-
nies in the spring (3.5 ±0.8 compared to 2.9 ±1.1, respectively) showed no significant
differences (P>0.05). In contrast, significant differences were detected in summer (P<0.001)
with mean daily mite fall counts of 7.8 ±1.4 for LMP colonies compared with 88.8 ±17.4 for
HMP colonies.
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Differences between LMP and HMP colonies in mean daily mite fall counts between spring
and summer correlated well with the levels of infestation of brood (number of mites per 100
cells) and infestation of the adults (number of mites per 100 bees) in summer. There were sig-
nificant differences between LMP and HMP colonies (P<0.01) for both the mean number of
V. destructor per 100 cells (0.8 ±0.1 and 13.7 ±4.9 for LMP and HMP colonies, respectively)
and the mean number of V. destructor per 100 worker bees (1.1 ±0.2 and 7.0 ±1.4% for LMP
and HMP colonies, respectively).

Viruses in mites and bees from HMP and LMP colonies
Mites used for infestation were collected from a colony with a mean daily mite fall count of
101 ±19.1 and no visible signs of virus symptoms among the bees. For three randomly selected
samples of 100 V. destructor taken from this set of mites, DWV and IAPV were detected in
each sample, but BQCV, ABPV, SBV and KBV were never detected.

For non-infested adult bees, which were caged and treated like the infested adults but with-
out the addition of the mite, DWV, IAPV, BQCV and KBV were detected from the selected
HMP colony (Fig. 1). However, only BQCV was detected from non-infested adult bees from
the LMP colony, although the relative BQCV level was similar to that in the HMP colony. For

Fig 1. Relative RT-PCR product quantification of DWV, IAPV, BQCV and KBV by co-amplification with
A.mellifera RpS5 in non-infested adult bees (white bars), or bees parasitized by V. destructor (black
bars). (A) Relative viral levels in adult bees from a colony with high mite population growth (HMP). (B)
Relative viral levels in adult bees from a colony with low mite population growth (LMP). Values presented are
means ± se.

doi:10.1371/journal.pone.0118885.g001
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adult bees at 7 days infested with V. destructor, DWV, IAPV, BQCV and KBV were found in
both the LMP and HMP colonies (Fig. 1). However, the relative amount of DWV, IAPV,
BQCV and KBV were approx. 3 times, 2 times, 50% and 3 times higher, respectively, in mite
infested adults from HMP compared to LMP colonies. Those differences were all significant
(P<0.05). DWV occurred in significantly higher amounts than IAPV, BQCV and KBV in
adults from the HMP colony, but that difference was much less for adults from the LMP colo-
ny, being only significantly higher than IAPV and KBV.

For non-infested brood, where the cells were opened and resealed as per mite infestation
but without the addition of the mite, DWV and IAPV were detected in the HMP colony,
whereas no viruses were detected in the LMP colony (Fig. 2). Seven days following infestation
of brood with V. destructor, DWV, IAPV, BQCV and KBV were found in the HMP colony, but
only DWV and IAPV were detected in the LMP colony (Fig. 2). However, the relative DWV
and IAPV levels were approx. two times and 50% higher, respectively, in the brood from the
mite infested HMP colony compared to the LMP colony, and both those differences were

Fig 2. Relative RT-PCR product quantification of DWV, IAPV, BQCV and KBV by co-amplification with
A.mellifera RpS5 in non-infested bee brood (white bars), or brood parasitized by V. destructor (black
bars). (A) Relative viral levels in brood from a colony with high mite population growth (HMP). (B) Relative
viral levels in brood from a colony with low mite population growth (LMP). Values presented are means ± se.

doi:10.1371/journal.pone.0118885.g002
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significant (P<0.05). DWV was much more common than the other viruses for brood from
both the mite infested LMP and HMP colonies.

Discussion

Mite levels in HMP and LMP colonies
The difference in V. destructor population growth between HMP and LMP colonies was quite
large (approx. 20 fold) from spring to summer. For these same colonies, Guzman-Novoa et al.
[21] showed that bees from LMP colonies performed significantly more instances of intense
grooming with a significantly higher number of mites being dislodged from their bodies in
comparison to bees from HMP colonies. Also, Emsen et al. [20] showed that brood from these
LMP colonies had a lower proportion of mites reproducing than brood in the HMP colonies.
Although not examined by Emsen et al. [20], this was possibly due to Varroa sensitive hygienic
behavior of adult bees because foundress mites that escape the removal process from cells by
hygienic bees have a lower reproductive potential therefore reducing V. destructor population
growth [33]. Thus, bees from these colonies appear to have differences related to both the abili-
ty of mites to reproduce and the degree of honey bee grooming behavior, traits that have been
associated with honey bee resistance to V. destructor.

Viruses in mites and bees from HMP and LMP colonies
Adults of the HMP colony appeared to be more susceptible to bee viruses than those of the
LMP colony, even without exposure to mites. Four viruses were found in the control adults
from the HMP colony versus only one virus in the control adults of the LMP colony. However,
the relative amount of that virus (BQCV) did not differ between the adults of the HMP and
LMP colonies. In addition, control brood of the HMP colony without exposure to mites ap-
peared to be more susceptible to bee viruses than control brood of the LMP colony. Two virus-
es were detected in HMP brood compared to no viruses detected in LMP brood.

Following infestation with V. destructor, the same four viruses were detected in adults from
both the HMP and LMP colonies. However, the relative amounts of those viruses were always
significantly higher in adults from the HMP versus those of the LMP colony. There was also a
difference in the occurrence of viruses in brood from HMP and LMP colonies infested with V.
destructor. Four viruses were detected in brood from the HMP but only two from the LMP col-
onies. For the two viruses found in brood of both the HMP and LMP colonies, relative levels
were always significantly higher in brood of the HMP colony. Thus, both adults and brood of
the HMP colony with V. destructor appeared to be more susceptible to several bee viruses than
those of the LMP colony.

The results with non-infested and mite-infested bees suggest that the lower virus levels in
LMP brood and adults may have been due to epidemiological causes as bees from the LMP col-
ony would have had less exposure to V. destructor and thus less parasitism by the mite with a
correspondingly lessened chance for latent virus infections activated by parasitism by V.
destructor. However, these results may also have an genotypic explanation; the LMP brood and
adults may have had higher resistance to viral replication following transmission and/or activa-
tion of inapparent viruses.

Several honey bee viruses appear to be directly linked to the level of mite feeding. For exam-
ple, there was a significant and rapid increase in DWV levels after brood or adult honey bees
were exposed to V. destructor [34, 35], and DWV severity was positively correlated with the
level of V. destructor parasitizing newly emerged honey bees using similar methods as in this
study [36]. Because the amount of mite parasitism is reduced in the LMP colonies, then there
would be less of a chance for the mite being able to transmit viruses in salival secretions and/or
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secrete immunosuppressive compounds that could activate latent infections in the honey bee.
Small amounts of saliva of V. destructor secreted during parasitism have been proposed to acti-
vate DWV infections in honey bees through suppression of the bee's immune system [37]. Sup-
pression of haemocyte-mediated wound healing in bees was proposed to occur when salivary
secretions from V. destructor were shown to damage haemocytes [38]. Thus, if the much lower
mite population growth found in the LMP colonies was due to reduced mite reproduction and
possibly more intense grooming [20, 21], this could have resulted in reduced infections of V.
destructor-transmitted viruses in the LMP colony for both infested and non-infested bees as a
consequence of low mite parasitism. However, this possible explanation is less convincing for
some viruses, such as IAPV, where its prevalence and titers have not been highly correlated
with V. destructor levels [39].

By comparison, Locke et al. [19] took honey bee populations on the island of Gotland, Swe-
den, and identified colonies following natural selection that were mite resistant (MR) and com-
pared them with a mite susceptible (MS) population of bees. Like the HMP and LMP colonies
in this study, a comparison of adults fromMR and MS colonies showed slower mite growth
rates in the MR colonies, which was also related to some unknown adaptations that reduced re-
production of V. destructor. They showed that DWV levels increased similarly between MR
and MS colonies from summer to autumn, except for slightly higher DWV levels in MR colo-
nies in July. In contrast, BQCV and SBV levels decreased by several orders of magnitude in
adults in MR versus MS colonies. Although KBV levels did not differ between adults of the MR
and MS colonies, this was believed to be likely due to it being always at very low levels (i.e.,
near the detection limit). While the study by Locke et al. [19] and this study both found that
BQCV levels differed significantly between the susceptible and resistant bees, this study also
found that DWV and KBV levels were lower in bees from the colony with low rates of V.
destructor population growth. One possible explanation for the different results is that there
was natural selection for mite resistance in the Gotland populations for over a decade versus a
one-time artificial selection for mite resistance in the Guelph populations.

Although we show a strong link between levels of V. destructor infestation and prevalence
and levels of several viruses in bees from colonies selected for low and high mite population
growth that also differ in the expression of traits related to mite resistance [20, 21], the experi-
mental design and analyses of data of this study, cannot separate whether the effect is due to
greater resistance to the viruses or to different levels of inapparent infections resulting from
previous transmission related to high or low mite populations. Also, semi-quantification of
virus is less accurate than real-time RT-PCR, although the differences observed in this study
were large and reproducible. These matters can be addressed in future studies by using real-
time RT-PCR and bidirectional selective breeding for mite population growth after several gen-
erations, to confirm underlying genetic effects linking mite resistance with virus resistance with
and without mite infestation.

Acknowledgments
We thank Paul Kelly for managing the colonies and for supplying brood and mites used in
these experiments.

Author Contributions
Conceived and designed the experiments: EG BE. Performed the experiments: BE MMH. Ana-
lyzed the data: EG MMH PHG. Contributed reagents/materials/analysis tools: EG. Wrote the
paper: BE EG PHG.

Honey Bee Viruses and Mite Levels

PLOS ONE | DOI:10.1371/journal.pone.0118885 February 27, 2015 8 / 10



References
1. vanEngelsdorp D, Hayes J, Underwood RM, Pettis J. A survey of honey bee colony losses in the US,

fall 2007 to spring 2008. PLoS ONE. 2008; 3: e4071. doi: 10.1371/journal.pone.0004071 PMID:
19115015

2. Guzman-Novoa E, Eccles L, Calvete Y, McGowan J, Kelly PG, Correa-Benitez A. Varroa destructor is
the main culprit for the death and reduced populations of overwintered honey bee (Apis mellifera) colo-
nies in Ontario, Canada. Apidologie. 2010; 41: 443–450. doi: 10.1051/apido/2009076

3. Le Conte Y, Ellis M, Ritter W. Varroamites and honey bee health: can Varroa explain part of the colony
losses? Apidologie. 2010; 41: 353–363. doi: 10.1051/apido/2010017

4. Rosenkranz P, Aumeier P, Ziegelmann B. Biology and control of Varroa destructor. J Invertebr Pathol.
2010; 103: 96–119. doi: 10.1016/j.jip.2009.07.016 PMID: 19931540

5. Genersch E, Aubert M. Emerging and re-emerging viruses of the honey bee (Apis mellifera L.). Vet
Res. 2010; 41: 54. doi: 10.1051/vetres/2010027 PMID: 20423694

6. Ellis JD, Munn PA. The worldwide health status of honey bees. BeeWorld. 2005; 86: 88–101.

7. Maori E, Lavi S, Mozes-Koch R, Gantman Y, Edelbaum O, Tanne E, et al. Isolation and characteriza-
tion of IAPV, a dicistrovirus affecting honeybees in Israel: evidence for intra- and inter-species recombi-
nation. J Gen Virol. 2007; 88: 3428–3438. doi: 10.1099/vir.0.83284-0 PMID: 18024913

8. Ribiere M, Lallemand P, Iscache AL, Schurr F, Celle O, Blanchard P, et al. Spread of infectious chronic
bee paralysis virus by honeybee (Apis mellifera L.) feces. Appl Environ Microbiol. 2007; 73: 7711–
7716. doi: 10.1128/AEM.01053-07 PMID: 17933946

9. Ball BV, Bailey L. Viruses, in: Morse R., Blottum K. (Eds.), Honey bee pests, predators and diseases,
3rd ed., A I Root, Ohio, USA; 1997. pp. 13–31.

10. Berthoud H, Imdorf A, Haueter M, Radloff S, Neumann P. Virus infections and winter losses of honey
bee colonies (Apis mellifera). J Apic Res. 2010; 49: 60–65. doi: 10.3896/IBRA.1.49.1.08

11. Carreck NL, Ball BV, Martin SJ. Honey bee colony collapse and changes in viral prevalence associated
with Varroa destructor. J Apic Res. 2010; 49: 93–94. doi: 10.3896/IBRA.1.49.1.13

12. de Miranda JR, Cordoni G, Budge G. The acute bee paralysis virus-Kashmir bee virus-Israeli acute pa-
ralysis complex. J Invertebr Pathol. 2010; 103: S30–S47. doi: 10.1016/j.jip.2009.06.014 PMID:
19909972

13. Cox-Foster DL, Conlan S, Holmes EC, Palacios G, Evans JD, Moran NA, et al. A metagenomic survey
of microbes in honey bee colony collapse disorder. Science. 2007; 318: 283–287. doi: 10.1126/
science.1146498 PMID: 17823314

14. Dainat B, Evans JD, Chen YP, Gauthier L, Neumann P. Predictive markers of honey bee colony col-
lapse. PLoS ONE. 2012; 7: e32151. doi: 10.1371/journal.pone.0032151 PMID: 22384162

15. Page RE, Guzman-Novoa E. The genetic basis of disease resistance. In: honey bee pests, predators
and diseases (Morse RA and Flottum K, eds.), AI Root Co., Medina, Ohio, USA; 1997. pp. 469–492.

16. Le Conte Y, De Vaublanc G, Crauser D, Francois J, Rouselle JC, Becard JM. Honey bee colonies that
have survived Varroa destructor. Apidologie. 2007; 38: 566–572. doi: 10.1051/apido:2007040

17. Rinderer TE, Oldroyd BP, Frake AM, De Guzman LI, Bourgeois L. Responses to Varroa destructor and
Nosema ceranae by several commercial strains of Australian and North American honeybees (Hyme-
noptera: Apidae). Aust J Entomol. 2013; 52: 156–163. doi: 10.1111/aen.12003

18. Strauss U, Human H, Gauthier L, Crewe RM, Dietemann V, Pirk CWW. Seasonal prevalence of patho-
gens and parasites in the savannah honeybee (Apis mellifera scutellata). J Invertebr Pathol. 2013;
114: 45–52. doi: 10.1016/j.jip.2013.05.003 PMID: 23702244

19. Locke B, Forsgren E, de Miranda JR. Increased tolerance and resistance to virus infections: a possible
factor in the survival of Varroa destructor-resistant honey bees (Apis mellifera). PLoS ONE. 2014; 9:
e99998. doi: 10.1371/journal.pone.0099998 PMID: 24926792

20. Emsen B, Petukhova T, Guzman-Novoa E. Factors limiting the growth of Varroa destructor populations
in selected honey bee (Apis mellifera L.) colonies. J Anim Vet Adv. 2012; 11: 4519–4525. doi: 10.3923/
javaa.2012.4519.4525

21. Guzman-Novoa E, Emsen B, Unger P, Espinosa-Montaño LG, Petukhova T. Genotypic variability and
relationships between mite infestation levels, mite damage, grooming intensity, and removal of Varroa
destructormites in selected strains of worker honey bees (Apis mellifera L.). J Invertebr Pathol. 2012;
110: 314–320. doi: 10.1016/j.jip.2012.03.020 PMID: 22465569

22. Hamiduzzaman MM, Sinia A, Guzman-Novoa E, Goodwin PH. Entomopathogenic fungi as potential
biocontrol agents of the ecto-parasitic mite, Varroa destructor, and their effect on the immune response
of honey bees (Apis mellifera L.). J Invertebr Pathol. 2012; 111: 237–243. doi: 10.1016/j.jip.2012.09.
001 PMID: 23000027

Honey Bee Viruses and Mite Levels

PLOS ONE | DOI:10.1371/journal.pone.0118885 February 27, 2015 9 / 10



23. Chen CYJ, Jin S, Goodwin PH. An improved method for the isolation of total RNA fromMalva pusilla tis-
sues infected with Colletotrichum gloeosporioides. J Phytopathol. 2000; 148: 57–60. doi: 10.1046/j.
1439-0434.2000.00470.x

24. Thompson GJ, Yockey H, Lim J, Oldroyd BP. Experimental manipulation of ovary activation and gene
expression in honey bee (Apis mellifera) queens and workers: testing hypotheses of reproductive regu-
lation. J Exp Zool. 2007; 307: 600–610. doi: 10.1002/jez.415 PMID: 17786975

25. Fedorova AA, Azzami K, Ryabchikova EI, Spitsyna YE, Silnikov VN, Ritter W, et al. Inactivation of a
non-enveloped RNA virus by artificial ribonucleases: honey bees and acute bee paralysis virus as a
new experimental model for in vivo antiviral activity assessment. Antiviral Res. 2011; 91: 267–277. doi:
10.1016/j.antiviral.2011.06.011 PMID: 21722669

26. Tentcheva D, Gauthier L, Zappula N, Dainat B, Cousserans F, Colin ME, et al. Prevalence and season-
al variations of six bee viruses in Apis mellifera L. and Varroa destructormite populations in France.
Appl Environ Microbiol. 2004; 70: 7185–7191. doi: 10.1128/AEM.70.12.7185-7191.2004 PMID:
15574916

27. Stoltz D, Shen XR, Boggis C, Sisson G. Molecular diagnosis of Kashmir bee virus infection. J Apic Res.
1995; 34: 153–160.

28. Chen YP, Higgins JA, Feldlaufer MF. Quantitative analysis by real-time reverse transcription-PCR of
deformed wing virus infection in the honeybee (Apis mellifera L.). Appl Environ Microbiol. 2005; 71:
436–441. doi: 10.1128/AEM.71.1.436-441.2005 PMID: 15640219

29. Guzman-Novoa E, Hamiduzzaman MM, Espinosa-Montaño LG, Correa-Benitez A, Anguiano-Baez R,
Ponce-Vazquez R. First detection of four viruses in honey bee (Apis mellifera) workers with and without
deformed wings and Varroa destructor in Mexico. J Apic Res. 2012; 51: 342–346. doi: 10.3896/IBRA.
1.51.4.08

30. Benjeddou M, Leat N, Allsopp M, Davison S. Detection of acute bee paralysis virus and black queen
cell virus from honeybees by reverse transcriptase PCR. Appl Environ Microbiol. 2001; 67: 2384–
2387. doi: 10.1128/AEM.67.5.2384-2387.2001 PMID: 11319129

31. Dean JD, Goodwin PH, Hsiang T. Comparison of relative RT-PCR and Northern blot analyses to mea-
sure expression of ß-1,3-glucanase in Nicotiana benthamiana infected withColletotrichum destructi-
vum. Plant Mol Biol Report. 2002; 20: 347–356. doi: 10.1007/BF02772122

32. R Development Core Team, R. A language and environment for statistical computing; 2012. ISBN 3-
900051-07-0, URL http://www.R-project.org/.

33. Kirrane MJ, De Guzman LI, Rinderer TE, Frake AM, Wagnitz J, Whelan PM. Asynchronous develop-
ment of honey bee host and Varroa destructor (Mesostigmata: Varroidae) influences reproductive po-
tential of mites. J Econ Entomol. 2011; 104: 1146–1152. doi: 10.1603/EC11035 PMID: 21882676

34. Yue C, Genersch E. RT-PCR analysis of deformed wing virus in honeybees (Apis mellifera) and mites
(Varroa destructor). J Gen Virol. 2005; 86: 3419–3424. doi: 10.1099/vir.0.81401-0 PMID: 16298989

35. de Miranda JR, Genersch E. Deformed wing virus. J Invertebr Pathol. 2010; 103: S48–S61. doi: 10.
1016/j.jip.2009.06.012 PMID: 19909976

36. Di Prisco G, Zhang X, Pennacchio F, Caprio E, Li J, Evans JD, et al. Dynamics of persistent and acute
deformed wing virus infections in honey bees, Apis mellifera. Viruses. 2011; 3: 2425–2441. doi: 10.
3390/v3122425 PMID: 22355447

37. Yang X, Cox-Foster DL. Impact of an ectoparasite on the immunity and pathology of an invertebrate:
evidence for host immunosuppression and viral amplification. Proc Natl Acad Sci U S A. 2005; 102:
7470–7475. doi: 10.1073/pnas.0501860102 PMID: 15897457

38. Richards EH, Jones B, Bowman A. Salivary secretions from the honeybee mite, Varroa destructor: ef-
fects on insect haemocytes and preliminary biochemical characterization. Parasitology. 2011; 138:
602–608. doi: 10.1017/S0031182011000072 PMID: 21281563

39. Martin SJ, Highfield AC, Brettell L, Villalobos EM, Budge GE, Powell M, et al. Global honey bee viral
landscape altered by a parasitic mite. Science. 2012; 336: 1304–1306. doi: 10.1126/science.1220941
PMID: 22679096

Honey Bee Viruses and Mite Levels

PLOS ONE | DOI:10.1371/journal.pone.0118885 February 27, 2015 10 / 10



Copyright of PLoS ONE is the property of Public Library of Science and its content may not
be copied or emailed to multiple sites or posted to a listserv without the copyright holder's
express written permission. However, users may print, download, or email articles for
individual use.


